yCRF Errors Corrected by the STIC Systems iSnch ^ 

o&rtel Number: 09// %0> 0 9$n FNITPRPH 

| [ Changed a file from non-ASCII to ASCII CI M I CnCU 

| | Changed the margins in cases where the sequence text was "wrapped" down to the next line. 
[ [ Edited a format error in the Current Application Data section, specifically: 




| 1 Edited the Current Application Data section with the actual cunr^fTOmber. The number inputted by the 
applicant was Q the prior application data; or Q other . 

| | Added the mandatory heading and subheadings for "Current Application Data". 

| | Edited the "Number of Sequences" (ield. The applicant spelled out a number instead of using an integer. 
| | Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

| | Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 



| | Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: ^ 



| | Corrected subheading placement. All responses must be on the same line as each subheading. If the _^ * - ) 

applicant placed a response below the subheading, this was moved to its appropriate place. \ * ^> 

'A 

| [ Inserted colons after headings/subheadings. Headings edited included: 

[ | Deleted extra, invalid, headings used by an applicant, specifically: 



p^f Deleted: d 



Deleted: Q non-ASCII "garbage" at the beginning ^end of files ; □ secretary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text, such as • . 

| [ Inserted mandatory headings, specifically: 



I | Corrected an obvious error in the response, specifically: 



I | Edited identifiers where upper case is used but lower case is required, or vice versa. 

1 | Corrected an error in the Number of Sequences field, specifically: 

| | A "Hard Page Break" code was inserted by the applicant. All occurrences had to be deleted. 

| | Deleted ending stop codon in amino acid sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentln bug). Sequences corrected: 

□ Other: \^Jf. ' - 



- V : — 

*ExamIn r: ^^i^iSkk^rectlons must be communicated to the applicant in the first Office 
Actl^l^Nofs nd a copy of this form. 3/1/95 



PAGE: 1 RAW SEQUENCE LISTING DATE: 04/11/2000 

PATENT APPLICATION US/09/180, 798A TIME: 10:01:39 

Input Set: I180798A.RAW 



This Raw Listing contains the General Information 
Section and up to first 5 pages. 



1 


<110> 


APPLICANT 


: NOV ART IS AG 


2 


<120> 


TITLE OF 


INVENTION: Improvements in or relating to organic compounds 


3 


<130> 


FILE REFERENCE: S-137-1103/SG/A/SGS/PCT 


4 


<140> 


CURRENT APPLICATION NUMBER: US/09/180 , 798A 


5 


<141> 


CURRENT FILING DATE: 1998-11-16 




< 160 > 


NUMBER OF 


SEQ ID NOS: 3 3 


7 


<170> 


SOFTWARE : 


Patentln Ver . 2, 1 


8 


<210> 


SEQ ID NO 


1 


9 


<211> 


LENGTH: 66 95 


10 


<212> 


TYPE: DNA 




1 l 

X X 


V tt X J *^ 


ORGANISM: 


Daucus carota 


1 2 


<220> 


FEATURE : 




X O 


<99 1 > 


NAME/ KEY: 


misc_f eature 


x *± 


<222> 


LOCATION: 


(3696) . . (6617) 


X J 


<22 3 > 


OTHER INFORMATION: CDS 


16 


<220> 


FEATURE : 




17 


<22 1 > 


NAME /KEY: 


intron 


18 


<222> 


LOCATION: 


(3731) . ♦ (3802) 


X 7 


<220> 


FEATURE : 






<22 1 > 


NAME /KEY : 


intron 


9 1 

£t X 


<222 > 


LOCATION: 


(3851) . . ( 3979) 




<220> 


FEATURE : 




2 3 


<221> 


NAME/KEY: 


intron 


24 


<222> 


LOCATION: 


(4124) . . (4211) 


25 


<220 > 


FEATURE : 




26 


<221 > 


NAME/KEY: 


intron 


27 


<222> 


LOCATION: 


(4284) . . (4357) 


28 


<220> 


FEATURE : 






SiZl/ 


NAME/KEY: 


intron 


30 


<222> 


LOCATION: 


(4430) . . (4528) 


31 


<220> 


FEATURE : 




32 


<221> 


NAME/KEY: 


intron 


33 


<222> 


LOCATION: 


(4642) . • (4757) 


34 


<220> 


FEATURE : 




35 


<221> 


NAME /KEY: 


intron 


36 


<222> 


LOCATION: 


(4890) . . (4967) 


37 


<220> 


FEATURE : 




38 


<221> 


NAME /KEY: 


intron 


39 


<222> 


LOCATION: 


(5295) . . (5803) 


40 


<220> 


FEATURE : 




41 


<221> 


NAME /KEY: 


intron 


42 


<222> 


LOCATION: 


(6197) . . (6339) 


43 


<220> 


FEATURE : 




44 


<221> 


NAME/KEY: 


misc feature 
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RAW SEQUENCE LISTING DATE: 04/11/2000 

PATENT APPLICATION US/09/180 ,798A TIME: 10:01:39 



Input Set: I180798A.RAW 



45 < 2 22 > LOCATION: (1)..(6695) 

46 <223> OTHER INFORMATION: n = a, t, c, or g 

47 <400> SEQUENCE: 1 

W — > 48 tctagatgac gaaatcgcgc tacctttgat ttngaaatac taggttgtag tatcttgatt 60 

49 agttttttgg atatcttgct gtaatttctt taggagatgc aaacggtctt catttaatat 120 

50 gagcccttgt gacttgacaa aagtatctag catgtttgat cacgaggtag ctaaaaagta 180 

51 gcgtgtttga ttaagcacat aatattgtat tgggcctatt ggctatcaat gaagtttgat 240 

52 gcaagtatat agcttgtatt atgcatgtga tgagggtata taaaagaagt aaagaacatt 300 

53 ctctcgtagc attcattttt ctcttgccta tagttaacga gttttgtcac acatgacgtt 360 

54 . gaaactggat gtgtctgttc ttccatctaa gtttggatta cctgatagat gctcaacttc 420 

55 ttcgtcagcc ttttctttcc gatttttccc aagacaagat tctttagtta atagttattg 480 

56 ctctggtggc ttgtgtgcat tttaggaatc ttactctgtt ttttaatgga gaaacgaaac 540 

57 ctaccttttt ttctgtgttc ccttttatga tatcacctgc ttggaggcgt ttagacttta 600 

58 tccacctaaa ctattcatgt ttaccagaca agctatacgt tttatccccc ccccccgcgg 660 
W — > 59 acctgnggac aaaagaagcg ctgatgaact gatttaatcc gtgttttatt atattacaca 720 

60 ttgatgcttc atggagctaa tatctttggt taaatttcat gtatatatat acccttccct 780 

61 cttgtgatgg cagtggcccc tcgtttaatt agcgtactta attatctgat ggatactgta 840 

62 tgcttggcag atgatgtcat cagattatac catttgttgt gctctacaaa ataaaaaacc 900 
6 3 tctatttatg ttcatctttt tggtaacaag taactaattg atgcgctatg ttgacaggcg 960 

64 atgcattaca caacttacga actagcttgc aagatcccaa caatgtcctg cagagctggg 1020 

65 atccaaccct tgtgaaccct tgcacatggt ttcatgtgac atgtaacaat gaaaacagtg 1080 

66 ttataagagt gtaggtcact tcccttatta atttttttag caagttacga atatttactc 1140 

67 aattgagcag atgtctcttt aaatattttt ctttaatttc ttagctaagc ggagcatcta 1200 

68 tcttaagtat ctctactgaa tttaagacat aatacatttt tttaaaaaat ctattagagt 1260 

69 gttttttccg cacagcgcac atatatcttt tttctggtaa ttcagacaac ctttctcccg 1320 

70 acgataaaat aatataagat taactccttg aactaatttt ttatttttct tttcttttta 1380 

71 tgttctttgc agaaagtttc ttatggtctt ttgtgaaaag tacattctat gataattttt 1440 

72 tggcaactca tataaattta tatatattcc atgtagttat aagttaaaaa aagcttccta 1500 

73 ttaattccaa gatagaggtt catttttata gtttgggcat ccatgagttt ttgaaaatgt 1560 

74 cagaaatttt gttgagttaa ttttacttac caacttttat ggcgtcatgc agtgatcttg 1620 

75 ggaatgcagc attatctggt caattggttc ctcttggcca gttgaaaaat ttacaatact 1680 

76 tgtaagacca tatcacttgg aatgctttag tttttataca gcacaatgct ttcaatatct 1740 

77 gttaaaagtg tgaaaaagtt gactttctag cttcagcagt tgttcggata atatctatga 1800 

78 agcacttaaa aggctgggca atttttttgt tattatttca aatattgtta attgttacta 1860 

79 cttaatatga taaactgatt taactcctca tgattggtct cagtccaatg tgccctcatt 1920 
W — > 80 agtcacatna taaaattggn gggttggaca aatataactt cttttcttaa ggtccagaaa 1980 

81 gagcacttat caaccttgtc tagcgcataa cgtcacagtg ggtcagtcac gggctatcca 2040 

82 gtttggggag gttttaatga gcacttattt accttgtctt ttaaacgtct gaggatgtta 2100 

83 ttaaagtctg catcattcag agtttaaatt agcactttca gttgtattat gaatggtaca 2.160 

84 tgaaagatac atatcttaat gttcctatgc ctgtttcaac atgtctctaa tattctgtta 2220 

85 tctttgtcat cttaaaaatg gcactgatta aaatgtgaga aaggtagtct tccaatacca 2280 

86 tttcatgtat accagagaat atcataattt ttttaaatca taagttgggc cctagagttt 2340 

87 tctcagtatt ggtctattta tattttccac catttagaac tgtgttgtca gatgaaaatc 2400 

88 ttggacttcc acagaagatc ttatagtaaa agtattcttt agatctgatg atgaaagttg 2460 

89 tcatggtgtg gcctgtccca gaatttaaat caatcccatg tcacatgttt gttgatctga 2520 

90 ctactcactg ttaatcgaag agtaactatt tgtgaattaa atgctttttt ttttgttctt 2580 

91 catgcttagc gttataaagg tctacgtctg actatggttt ttaacatgtt atagttttgt 2640 

92 actgacaagt ttaaagtttc tcttgtttac gaattaagaa tatataatat aaaacgcttt 2700 

93 aactttctct gtggaaggtg ttcttacctt tttatatata tatatagata ctcagactct 2760 

94 gctggcaatt atatcttacg aacttacgag tatacagaac ttgtatatta ggttcagatg 2820 
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RAW SEQUENCE LISTING DATE: 04/11/2000 

PATENT APPLICATION US/09/180 , 798A TIME: 10:01:39 



Input Set: I180798A.RAW 



95 agtggctgta gtagaacacc ttaagcaaga acttaatcat gaggtttcaa ccttttaact 2880 

96 ttctttttag attttttcaa gtttatggaa aattgtacct catgatcgtg gtttctttcc 2940 

97 ataaactttc catataagtc cgtttcttga cgttttcatg taagctgttg acgagtgatt 3000 

98 attagcggtt ctttcaataa tcataatgtg tctcactttg atgaggcctg tacttattat 3060 

99 tgcaccttgc acttaacctt gatcctcatg tcatcttgat tgtcatagtc tactaaccga 3120 

100 gttgaacatg gtttatcatg tcttttgagg taacaatgta gctttcacct ctgtccttga 3180 

101 tataggttta aggcttgcac ctcccactag cctttcgttg ttttattcac agttcacaca 3240 

102 cctactagca ctgttcacct ctagtctttt gtccgcaaat agtaagaagt ttctttcgca 3300 

103 taatagtgga tgatcattta agaaatagtg aatcaaatta tcgtgttatt gtgtttgtac 3360 

104 tttggaatta aatgagttgc tgaacattgt tgctgtttat cgttgtcaag gctttgccaa 3420 

105 ggaaggcgat tagtaagagt gggcatccaa gcgcctttat cttgaagggg cgggcggcac 3480 

106 gttgtggatt ctgggtgtct attagaggac attatctata tatactgatt atttattaga 3540 

107 atataaatca actactatat ttttctttgt aatgtttata tagaaatccc actcgtaaac 3600 

108 ttgacaaata ccattgaaat atttgaacct aattaattag tagtgtcagg tttaaattca 3660 

109 aactcattta attttacttt aaaaaataat tctatatgaa tcgtaacagt ataaatatat 3720 

110 taaattacat gtatgtgtgc ctatatatag ctgaatgtct aatagactcc aagacggctg 3780 

111 ctcttactgc ctaggcgtcc aggcagttca ctgatgctta ccttgacaaa tatggggttc 3840 

112 gtatgacatt gttggggatc cctatcactg gattcctgtt ttgctgaccc tctgttcaat 3900 

113 tgattttcat tgatgtagta ttactagttt tataaatatt ctttattgca ataatttaac 3960 

114 tggagtttaa caatgacagg gagctttaca gcaataacat aagtggacca attcctagtg 4020 

115 atcttgggaa tctgacaaat ttggtgagct tggacctata catgaatagc ttctctggac 4080 

116 ctataccgga cacattagga aagcttacaa ggctaagatt cttgtatgac tacaaatctt 4140 

117 cactagtttt taacttaatg caatttgatt atcctttcaa gtgattgatt atatcacaaa 4200 

118 ttactggata ggcgtctcaa caacaactgc ctctctggtc caattccaat gtcactgact 4260 

119 aatattacaa ctcttcaagt cctgtaagta ttccgacctt tccagatagt tttgttgttg 4320 

120 tggatgtttc aattttaata ctaaatatgt tcatcaggga tttatcaaac aatcggctat 4380 

121 caggaccagt accggataat ggctcatttt ctttgtttac acctatcagg tttaatgcta 4440 

122 gtaatatctt taatattatg gttcttactt ctactgcgaa agctatgata atattttttt 4500 

123 tctccttcat atattatcac tttcgcagtt ttggcaataa tttgaattta tgtggacctg 4560 

124 taactgggag gccctgccct ggatctcccc cattttctcc accacctccg ttcatcccac 4620 

125 catcaacagt acagcctcca ggtgatttag tttttatatt aattcccgta attaatttta 4680 

126 tgactgtaaa aattggtgtt aatttcacca gttgcgaata aagtattttc cttctttctc 4740 

127 ttcttattat tatgaaggac aaaatggtcc cactggagct attgctgggg gagtagctgc 4800 

128 tggtgctgct ttactgtttg ctgcacctgc aatggcattt gcatggtggc ggagaagaaa 4860 

129 accgcgagaa catttctttg atgtgccagg ttagtcctgt aaatagatat ctattgaagc 4920 

130 gcttactgtc tgtggacttt gttttcactg tcattagtta acttcagctg aagaggaccc 4980 

131 agaagtgcac cttggtcaac tgaagaggtt ttctctgcga gaattgcaag tcgcaacgga 5040 

132 tacttttagt accatccttg gaagaggtgg atttggtaag gtgtataagg gacgccttgc 5100 

133 tgatggctca cttgtagcag ttaaaaggct taaagaagaa cgaacaccag gtggcgagct 5160 

134 gcagtttcaa acagaagtgg aaatgattag catggctgtg catcgaaatc ttctgcgtct 5220 

135 acgtggtttc tgcatgacac ctaccgagcg gcttcttgta tatccataca tggctaatgg 5280 

136 aagtgttgcg tcatgtttaa gaggtatctc agttacaatt accataactt gccagaagtt 5340 

137 tgtttgatta aaaatgaaat ataactccct acactatgtt aaggtgttat aatttctgag 5400 

138 cagatcttat ttcccattgc aagataccag ttattattgt tttttctgta attgataccg 5460 

139 gttatatttc tttcttgtat ttggttatat gcaaggattt cgagtctaat aagttatcaa 5520 

140 actggatgct atgtttattc tgcaattgaa ttcttgcttc atgtgccaaa atatatatga 5580 

141 ttcaacttgg aatcatctta taatatactg tgtaaagtca gctgttgact ttcatcatta 5640 

142 attagtcttc ataaatcaga atctgcctag tgagctttac cgacatactc taaacctttc 5700 

143 ttatggccct gtatataatc gtcccactta ctttattcag tttgtctgct ctctgaattt 5760 

144 ttgatctgta cattgtgatg tcttgttttc atcaaatgta gagcgtcagc catcagaacc 5820 
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RAW SEQUENCE LISTING DATE: 04/11/2000 

PATENT APPLICATION US/09/180 , 798A TIME: 10:01:39 



Input Set: II 807 9 8A. RAW 

145 tccccctgat tggccaacta gggagaggat tgcactagga tcttctaggg gcctatctaa 5880 

146 attgcatgac cattgtgatc ccaagattat ccatcgcgat gtaaaagctg caaatatatt 5940 

147 attggacgaa gaatttgagg ctgttgtagg tgattttggg ttagctaggc tcatggatta 6000 

148 caaggatacc catgttacga ctgctgtaag gggtaccatt gggcacatag ctcccgagta 6060 

149 cctctcgact ggaaagtcat cagagaagac cgatgtcttt ggttatggga taatgctcct 6120 

150 agagctcatt actggacaga gggcttttga tcttgctcgc cttgcgaacg atgatgatgt 6180 

151 tatgttgttg gattgggtat gtgtcccggg tgttcctttg gttaattatt tcacatatta 6240 

152 gtgcttacta ctttgttgtg gccctttgtt tttatttcct gcctgtattt gattcttagt 6300 

153 catgttatgc atattgacct gctttgcaat gtcttttagg ttaaaagcct tttgaaagag 6360 

154 aaaaagttgg agatgctggt cgatcctgac ctgcagaaca attacattga cacagaagtt 6420 

155 gagcagctta ttcaagtagc attactctgt acccagggtt cgccaatgga gcggcctaag 6480 

156 atgtcagagg tagtccgaat gcttgaaggt gatggccttg cagaaaagtg ggacgagtgg 6540 

157 caaaaagttg aagtcatcca tcaagacgta gaattagctc cacatcgaac ttctgaatgg 6600 

158 atcctagact cgacagataa cttgcatgct tttgaattat ctggtccaag ataaacagca 6660 

159 tataaaatgt aatgaaatta atatttttta tggtt 6695 

160 <210> SEQ ID NO 2 

161 <211> LENGTH: 1815 

162 <212> TYPE: DNA 

163 <213> ORGANISM: Daucus carota 

164 <220> FEATURE: 

165 <221> NAME /KEY : CDS 

166 <222> LOCATION: (94). .(1752) 

167 <400> SEQUENCE: 2 

168 gacaaatacc attgaaatat ttgaacctaa ttaattagta gtgtcaggtt taaattcaaa 60 

169 ctcatttaat tttactttaa aaaataattc tat atg aat cgt aac agt ata aat 114 

170 Met Asn Arg Asn Ser lie Asn 

171 1 5 

172 ata tta aat tac atg cag ttc act gat get tac ctt gac aaa tat ggg 162 

173 lie Leu Asn Tyr Met Gin Phe Thr Asp Ala Tyr Leu Asp Lys Tyr Gly 

174 10 15 20 

175 gtt ctt atg aca ttg gag ctt tac age aat aac ata agt gga cca att 210 

176 Val Leu Met Thr Leu Glu Leu Tyr Ser Asn Asn lie Ser Gly Pro lie 

177 25 30 35 

178 cct agt gat ctt ggg aat ctg aca aat ttg gtg age ttg gac eta tac 258 

179 Pro Ser Asp Leu Gly Asn Leu Thr Asn Leu Val Ser Leu Asp Leu Tyr 

180 40 45 50 55 

181 atg aat age ttc tct gga cct ata ccg gac aca tta gga aag ctt aca 306 

182 Met Asn Ser Phe Ser Gly Pro lie Pro Asp Thr Leu Gly Lys Leu Thr 

183 60 65 70 

184 agg eta aga ttc ttg cgt etc aac aac aac age etc tct ggt cca att 354 

185 Arg Leu Arg Phe Leu Arg Leu Asn Asn Asn Ser Leu Ser Gly Pro lie 

186 75 80 85 

187 cca atg tea ctg act aat att aca act ctt caa gtc ctg gat tta tea 402 

188 Pro Met Ser Leu Thr Asn lie Thr Thr Leu Gin Val Leu Asp Leu Ser 

189 90 95 100 

190 aac aat egg eta tea gga cca gta ccg gat aat ggc tea ttt tct ttg 450 

191 Asn Asn Arg Leu Ser Gly Pro Val Pro Asp Asn Gly Ser Phe Ser Leu 

192 105 110 115 

193 ttt aca cct ate agt ttt gec aat aat ttg aat tta tgt gga ccc gta 498 

194 Phe Thr Pro lie Ser Phe Ala Asn Asn Leu Asn Leu Cys Gly Pro Val 
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RAW SEQUENCE LISTING DATE: 04/11/2000 

PATENT APPLICATION US/09/180 ,798A TIME: 10:01:39 



Input Set: II 8079 8A. RAW 



195 


120 










125 










130 










135 




196 


act 


999 


aqq 

3 3 


ccc 


tqc 


cct 


qqa 

3 3 


tct 


ccc 


cca 


ttt 


tcq 


cca 


cca 


cct 


cca 

w ^ 3 


546 


197 


Thr 


Glv 


Ara 


Pro 


Cys 


Pro 


Glv 

oxy 


Ser 


Pro 


Pro 


Phe 


Ser 


Pro 


Pro 


Pro 


Pro 




198 










140 










145 










150 






199 


ttc 


ate 


cca 


cca 


tea 


aca 


ata 


cag 


cct 


cca 


aaa 
yy a 


caa 


aat 


aat 
yy L 


ccc 


act 


5 94 


200 


Phe 


lie 


Pro 


Pro 


Ser 


Thr 


Val 


Gin 


Pro 


Pro 


Glv 
oxy 


Gin 


Asn 


Gly 


Pro 


Thr 




201 








155 










160 










165 








202 


aaa 


get 


att 


get 


aaa 

333 


aaa 

33° 


gta 


get 


get 


aat 
yy 


get 


get 


tta 


ctg 


ttt 


get 


642 


203 


Glv 

oxy 


Ala 


lie 


Ala 


Gly 


Gly 


Val 


Ala 


Ala 

rlXCI 


Gl v 


Al a 


Ala 


JjCU 






Al a 

AX CI 




204 






170 










175 










180 










205 


qca 


cct 


aca 


ata 


gca 


ttt 


gca 


taa 
*-yy 


taa 
*-yy 


caa 

u 33 


aga 


aga 


aaa 


ccg 


cga 


gaa 


690 


206 


Ala 


Pro 


Ala 


Met 


Ala 


Phe 


Ala 


up 


i rp 


A rn 


A rff 


Arg 


Lys 


tr ! \J 


A yet 
ni y 


ox u 




207 




185 










190 










195 












208 


cat 


ttc 


ttt 


gat 


ata 

3 *-3 


cca 


get 


gaa 


aaa 
yay 


gac 


cca 


gaa 


gtg 


C3 C 


ctt 


aat 
yy <• 


738 


209 


His 


Phe 


Phe 


Asp 


Val 


Pro 


Ala 


Glu 


oxu 




Jr L. \J 


Glu 


Val 


XIX o 


T oi i 


fil V 

oxy 




210 


200 










205 










210 










215 




211 


caa 


ctg 


aag 


a 33 


ttt 


tct 


c tg 




gaa 


ttg 


CI CI 


gtc 


gca 




aat 

y 


art 


7ftfi 

/ WW 


212 


Gin 


ucu 


r. 

u jr o 


Arri 




(96 L. 


uCU 


nL y 


Glu 


uCU 


Gl n 

Uj.il 


Val 


Ala 


Thr 




i III. 




213 










220 










225 










230 






214 


ttt 


agt 


acc 


ata 


ctt 




aga 


aat 
yy ^ 


aaa 
yya 


ttt 


yy u 


aag gtg 


tat 


aaa 
aay 


aaa 
yyo 


O J *x 


215 


Phe 


Ser 


Thr 


lie 


Lit? U 


viiy 


Arg 


fil V 


Gl v 




Gl T7 

oxy 


Lys 


Val 


iyr 


Lys 


oxy 




216 








235 










240 










245 








217 


cae 


ctt 


get 


gat 


yy^ 


tea 

LU> CI 


ctt 


n't* a 
y i- Q 


y a 


off 


odd 


agg 


ctt 


aaa 


y d d 


y dd 




218 


Arg 


Leu 


Ala 


Asp 


Gly 


JL 


Leu 


vox 


Ala 
hid 


Wa 1 

vox 


T \7^. 

Ly o 


Arg 


Leu 


Lys 


n 1 ii 


fil n 
oxu 




219 






250 










255 










260 










220 


cga 


aca 


cca 


aat 

33 *- 


aai* 

33 u 


y a y 


ctg 


cag 


ttt 


caa 


aca 


gag gtg 


ga a 


o 4" rr 
a i»y 


att 


J O V 


221 


Arg 


Thr 


Pro 


Gly 


Gly 


ox u 


Leu 


Gin 




Gl n 




Glu 
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